
Although in the current decade the HIV 
epidemic continues unabated, a notable 
success is that more than 20 different 
antiretroviral drugs are now available in many 
countries. When these antiretroviral drugs 
are used in combination, they improve health 
and prolong life in HIV-infected individuals 
and reduce the rates of transmission of the 
virus. Indeed, HIV-infected individuals who 
harbour a drug-susceptible viral strain, have 
access to antiretroviral drugs and are fully 
compliant with therapy can achieve and 
maintain complete, or near complete, viral 
suppression for years to decades. However, 
despite these successes, standard therapies 
do not fully restore health or a normal 
immune status in HIV-infected individuals, 
and patients still experience co-morbidities, 
such as increased cardiovascular disease, 
bone disorders and cognitive impairment1. 
In addition, interruption of antiretroviral 
therapy almost invariably leads to the 
re-emergence of detectable viral replication 
and the progression of AIDS. Perhaps 
more importantly, only a minority of HIV-
infected individuals globally have access to 
antiretroviral therapy.

The cost of antiretroviral therapy has 
decreased substantially in recent years, and 
the availability of these drugs in resource-
poor settings has steadily increased. 
However, the cost associated with delivering 
antiretroviral drugs to the 33 million 
people who are now living with HIV is 

overwhelming many organizations and public 
health systems. It is estimated that for every 
HIV-infected person who starts antiretroviral 
therapy, two individuals are newly infected 
with HIV; this is clearly unsustainable2. The 
continued presence on a global level of a 
large number of untreated HIV-infected 
individuals — who are the main source of 
ongoing HIV transmission3 — means that 
the infected population is likely to grow. 
Given these well-recognized issues, there 
is a growing interest in developing curative 
strategies to tackle HIV4–6. Theoretically, 
a safe, affordable and scalable cure could 
address both the individual and public health 
limitations that are associated with lifelong 
antiretroviral therapy.

The International AIDS Society (IAS) 
convened a team of more than 40 scientists 
who are active in the field of HIV research. 
We have met frequently over the past 
2 years. Throughout this process, the IAS has 
engaged with a broad range of stakeholders 
from around the world and has exhaustively 
solicited advice on the steps that should be 
taken to develop a cure for HIV infection. 
These efforts include the creation of a 
stakeholders’ advisory board, and online 
and in-person discussions with hundreds of 
community activists, representatives from 
pharmaceutical and biotechnology industries, 
funding and regulatory agencies, and key 
HIV and non-HIV researchers from across 
the world.

In this Opinion article, we provide a 
concise, multidisciplinary plan that identifies 
a set of key scientific priorities that should 
bring us measurably closer to our vision of 
developing a cure for HIV infection (BOX 2). 
These priorities span the areas of basic, 
translational and clinical investigation. Two 
broadly defined approaches for curing HIV 
infection were considered by the group: first, 
the elimination of all HIV-infected cells (a 
sterilizing cure); and, second, the generation 
of effective host immunity to HIV that would 
result in lifelong control of the virus in the 
absence of therapy, despite not achieving the 
complete eradication of HIV (a functional 
cure). Here, we describe how the priorities 
identified by the IAS can allow us to achieve a 
sterilizing or functional cure for HIV.

Basic science aspects of HIV cure research
Multiple mechanisms are likely to contribute 
to HIV persistence during long-term, 
otherwise effective, antiretroviral therapy. 
These include the persistence of pools of 
latently infected CD4+ T cells7, de novo 
infection of target host cells (ongoing viral 
replication)8,9 and the failure of the host 
immune system to recognize and eliminate 
infected cells. In the following sections, we 
discuss the mechanisms that we need to 
understand in order to identify a strategy 
that will lead to an HIV cure.

Mechanisms that establish HIV latency. 
Most CD4+ T cells that are productively 
infected with HIV are likely to die from 
virus-induced cytopathic effects, but a 
small subset of long-lived ‘resting’ memory 
T cells that harbour integrated HIV DNA 
persist indefinitely7 (a phenomenon 
generally referred to as latent infection) 
(FIGS 1,2). Although less well characterized, 
latent HIV infection may also occur in 
cell populations other than memory CD4+ 
T cells, including naive CD4+ T cells, tissue 
macrophages, astrocytes, thymocytes 
and perhaps haematopoietic progenitor 
cells10–14. The establishment of latency in 
resting memory T cells is due either to the 
infection of resting CD4+ T cells (which 
is difficult to achieve ex vivo)15–17 or to the 
infection of highly susceptible activated 
CD4+ T cells followed by their reversion to 
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a resting state18–20  (FIG. 2). A more precise 
description of where the virus exists during 
effective therapy and how these reservoirs 
acquire HIV is needed. In addition, it will 
be important to determine the form of the 
virus in such reservoirs; for example, it 
could be present as pre-integrated DNA, 
integrated DNA, virions adsorbed on 
the surface of follicular dendritic cells or 
virions in the intracellular compartments 
of macrophages.

Mechanisms that maintain viral quiescence 
in persistently infected cells. True latency 
is defined as the maintenance in the host 
genome of integrated viral DNA that is 
replication competent but transcriptionally 

silent. The transcription of HIV DNA is 
regulated by the same pathways that regulate 
host DNA transcription, as well as by the 
HIV-encoded regulatory protein Tat21. 
Several mechanisms for latency have been 
proposed. One, there could be insufficient 
levels of host transcription factors — 
such as positive transcription elongation 
factor B (PTEFB)22, nuclear factor-κB 
(NF-κB), nuclear factor of activated 
T cells (NFAT) and signal transducer and 
activator of transcription 5 (STAT5)23 — 
coupled with the presence of negative 
transcriptional regulators (such as NF-κB1 
homodimers)24,25. Two, restrictions at the 
HIV promoter region could prevent the 
access of host transcription factors. Three, 

transcription could be prevented by post-
latency chromatin remodelling of HIV DNA 
and epigenetic silencing26–29. Four, there 
could be transcriptional interference by host 
promoter activities30.

In addition to these molecular 
mechanisms acting in the nucleus, latently 
infected cells may be maintained by factors 
that result in an extended lifespan and/or 
homeostatic proliferation of the cells31,32. Of 
note, the host pathways that enable lifelong 
immunological memory also result in 
lifelong infection; hence, it is expected that 
advances in our understanding of latency 
will be informed by and contribute to our 
understanding of the basic immunology of 
T cell memory. Therapies (such as valproic 
acid, vorinostat and disulphiram) that 
promote the expression of viral proteins 
from latently infected cells by modifying 
these pathways have been or are currently 
being tested33–37.

Cellular and tissue sources of viral 
persistence. It is well established that HIV-
infected cells persist in the blood and in 
specific anatomical compartments, such as 
the gut mucosa, genital tract, lymph nodes 
and central nervous system14,38,39. Based 
on non-human primate studies, other 
tissues (such as the spleen and liver) are 
also likely to be enriched in HIV-infected 
cells40–42. Many of these tissues represent 
distinct biological compartments that may 
be resistant to standard treatments. For 
example, the central nervous system, the 
genital tract and possibly other tissues are 
difficult to access with certain antiretroviral 
drugs, and the nature of the virus 
population in these compartments is likely 
to be biologically distinct from that in the 
systemic circulation43,44.

Distinct cellular reservoirs of HIV also 
exist. The best characterized and to date 
the only proven cellular reservoir of HIV 
during long-term HIV treatment are 
memory CD4+ T cells that lack activation 
markers. However, the population of resting 
CD4+ T cells is highly heterogeneous 
and includes several distinct subsets (for 
example, naive, stem cell memory, central 
memory, transitional memory and effector 
memory T cells). These subsets have 
specific biological features that may have a 
substantial impact on the long-term in vivo 
persistence of latent HIV infection31,32,45. 
For example, it is likely, although not 
yet formally proven, that it will be more 
difficult to eliminate HIV from less 
terminally differentiated memory T cells 
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that have a longer lifespan and greater 
proliferation potential than from more 
terminally differentiated cells with a shorter 
lifespan and more limited proliferative 
potential.

To identify the tissue and cellular source(s) 
of HIV persistence, sensitive phylogenetic 
analyses of HIV DNA or RNA should be con-
ducted on multiple compartments. Non-T cell 
HIV reservoirs — such as astrocytes, den-
dritic cells and tissue macrophages — will 
also need to be studied. The impact of anti-
retroviral drug penetration in these tissues 
and the nature of the reservoir will need to be 
defined. It is expected that advances in this 
area will be accelerated by the establishment 
of an invasive biopsy and autopsy network 
aimed at obtaining relevant samples, as well as 
by studies of simian immunodeficiency virus 
(SIV)-infected non-human primates that are 
treated with antiretroviral therapies42,46.

Effects of antiretroviral therapy on  
the immune system and consequences  
for HIV persistence. The interplay between 
HIV-associated immune responses 
and HIV persistence during effective 
antiretroviral therapy is complex and largely 
unknown. Despite long-term suppression 
of HIV replication, several immunological 
abnormalities persist, including a higher than 
normal frequency of activated and perhaps 
dysfunctional T cells. Multiple mechanisms 
that as yet are poorly defined contribute to 
this persistent state of immune dysfunction. 
Such mechanisms include lymphoid tissue 
fibrosis, an irreversible loss of gut mucosal 
integrity, an excessive burden of co-infections 
and a loss of immunoregulatory cells47–49. 
High levels of tissue inflammation and 
immune cell activation might, in turn, 
increase the number of potential HIV target 
cells that are susceptible to infection50, 
increase the homeostatic proliferation 
of latently infected cells31, increase 
the expression of molecules that alter 
T cell survival and/or function (such as 
programmed cell death protein 1 (PD1) and 
cytotoxic T lymphocyte antigen 4 (CTLA4)) 
and reduce the ability of host immune 
responses to effectively recognize and kill 
infected cells (FIG. 2). Thus, studies are needed 
to determine how host responses affect 
HIV persistence. In addition, we should 
investigate several other areas: first, the 
optimal biomarkers for quantifying immune 
activation; second, the relative contribution 
of overall levels of immune activation or 
dysfunction in distinct subsets of treated 
individuals (such as those treated during the 
acute or chronic phases of infection); and, 

third, the factors that distinguish beneficial 
inflammatory responses from those that are 
harmful. Furthermore, there is a growing 
interest in defining the role of inflammation 
in causing cardiovascular and other non-
AIDS diseases in antiretroviral-treated 
adults51. These studies should be designed to 
determine how such inflammatory responses 
contribute to HIV persistence. Again, studies 
in validated models of natural SIV infections 
and/or antiretroviral-treated non-human 
primates will prove to be informative for 
these questions.

Control of HIV reservoirs in natural models of 
HIV infection. An alternative to eliminating 
all infected cells (a sterilizing cure) is 
to enhance the host capacity to control 
persistent viral infection without achieving 
complete eradication of HIV (a functional 
cure). These are not mutually exclusive 
approaches, as it is likely that effective host 
responses will be needed to help clear the 
virus once latency is reversed and that 
efforts to reduce the size of the reservoir 
therapeutically will make host control more 
feasible52. To advance the field in these areas, 

Box 2 | Seven key scientific priorities for HIV cure research

•	Determine	the	cellular	and	viral	mechanisms	that	maintain	HIV	persistence	during	prolonged	
antiretroviral	therapy	and	in	rare	natural	controllers.	This	includes	defining	the	role	of	
mechanisms	that	contribute	to	the	establishment	and	maintenance	of	latent	infection,	as	well	as	
defining	the	role	of	ongoing	viral	replication	and/or	homeostatic	proliferation.

•	Determine	the	tissue	and	cellular	sources	of	persistent	simian	immunodeficiency	virus	(SIV)	or	
HIV	in	animal	models	and	in	individuals	on	long-term	antiretroviral	therapy.

•	Determine	the	origins	of	immune	activation	and	inflammation	in	the	presence	of	antiretroviral	
therapy	and	their	consequences	for	HIV	or	SIV	persistence.

•	Determine	host	mechanisms	that	control	HIV	replication	in	the	absence	of	therapy.

•	Study,	compare	and	validate	assays	to	measure	persistent	HIV	infection	and	to	detect	latently	
infected	cells.

•	Develop	and	test	therapeutic	agents	or	immunological	strategies	to	safely	eliminate	latent	
infection	in	animal	models	and	in	individuals	on	antiretroviral	therapy.	This	includes	strategies	
aimed	at	reversing	latency,	as	well	as	strategies	aimed	at	clearing	latently	infected	cells.

•	Develop	and	test	strategies	to	enhance	the	capacity	of	the	host	immune	response	to	control	
active	viral	replication.

Figure 1 | The impact of antiretroviral therapy on HIV reservoirs. Most patients who adhere to 
antiretroviral therapy have dramatic and rapid decreases in plasma levels of HIV RNA. Persistent virae-
mia largely reflects the release of the virus from stable cellular reservoirs. The source of the virus during 
effective antiretroviral therapy is primarily defined by the half-life of the cells that were infected before 
therapy was initiated. After several years of therapy, long-lived populations of resting CD4+ central 
memory T (T

CM
) cells become the dominant source of HIV persistence. Some of the data illustrated are 

based on REF. 55. HAART, highly active antiretroviral therapy; T
EM

, effector memory T; T
TM

, transitional 
memory T.
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a more thorough understanding of how 
the host can control HIV is needed. This 
work should include studies of those rare 
individuals who control HIV replication 
and do not experience a loss of CD4+ T cells 
and progression to AIDS (known as elite 
controllers or long-term nonprogressors). 
There should also be focused interest on 
identifying and characterizing those rare 
individuals who once had poorly controlled 
HIV but who remain aviraemic after 
interruption of long-term antiretroviral 
therapy (known as post-antiretroviral 
therapy controllers)53. Finally, the growing 
number of experimental SIV models as 
well as SIV and HIV vaccines that allow 
durable control after acute infection might 
prove to be an informative platform for 
these types of study54. There is, however, a 
strong need to move beyond conventional 
CD4+ and CD8+ T cell responses in order 
to better define the role of innate and other 
immune effector mechanisms in controlling 
HIV. For example, it will be important to 
address the functions of B cells, natural killer 
cells, dendritic cells, γδ T cells, natural 
killer T cells, regulatory T cells, T helper 17 
cells and T follicular helper cells during 
HIV infection.

Host factors that determine the size of the 
HIV reservoir. Although not well studied, 
there is likely to be significant person-to-
person heterogeneity in terms of the size 
and distribution of the viral reservoir. 
Large observational studies that involve 
the collection and banking of cell and 
tissue samples would be informative on 
this issue. We need to define the effects on 
HIV persistence of gender, race, treatment 
regimens, pre-therapy disease characteristics 
and treatment outcomes (such as optimal 
versus suboptimal CD4+ T cell gains and 
low versus high levels of inflammation).

The use of genomics technologies and 
other population-based high-throughput 
approaches should be considered in these 
analyses. An extensive number of genomic 
and proteomic studies have been conducted 
to define the correlates of virus control in the 
absence of therapy. These approaches should 
include as outcome measures the level of 
HIV persistence during therapy and the level 
of virus control after treatment interruption. 
Such studies might identify crucial 
determinants of outcome during long-term 
suppressive therapy, which presumably 
will be different from the determinants of 
outcome in untreated disease.

Translational research and cure research
Prospective plans to translate any basic 
science findings to the clinic in a rapid 
and efficient manner are needed. Findings 
from basic research should be translated 
into reagents that can be tested in validated 
models of HIV persistence and, ultimately, 
in clinical trials. Assays need to be 
developed and validated such that they can 
be used to monitor the impact of a potential 
therapy on the HIV reservoir. It has been 
proposed that a large collaborative network 
of academic, industry and regulatory 
experts will be required to support such 
translational research4. Our summary of 
the scientific priorities for such work is 
provided below.

Identify assays to measure viral burdens in 
patients on antiretroviral therapy. There 
are several assays that are now routinely 
used to quantify HIV persistence. These 
include measures of plasma HIV RNA (the 
single-copy assay), cell-associated RNA, 
episomal DNA (that is, extrachromosomal 
DNA, including two-long-terminal-repeat 
(2-LTR) circles), ratios of non-integrated 
to integrated DNA and levels of culturable 
replication-competent virus55,56. Many of 

Figure 2 | Mechanisms of HIV persistence during antiretroviral ther-
apy. The left panel illustrates how latent HIV infection can be established 
in T cell and myeloid cell reservoirs. The primary mechanism is probably 
infection of activated memory CD4+ T cells. Most of these cells die, but a 
minority revert to a resting state. The centre panel illustrates the fate of 
these now resting ‘latently infected’ memory CD4+ T cells. These cells 

either die slowly, become a source of new infections, persist as long-lived 
cells or expand through homeostatic mechanisms. The right panel depicts 
some immune mechanisms that contribute to persistence. These include 
mechanisms that maintain cells in a resting state (for example, the upregu-
lation of programmed cell death protein 1 (PD1)). Immune dysfunction 
during therapy probably reduces the efficient clearance of infected cells.
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these approaches can be applied to tissue 
samples38. However, none of these assays 
is standardized, and the relationships 
between these measurements and the 
amounts of residual latent virus, the degree 
of persistent low-level replication and the 
extent of persistent immune activation 
or dysfunction are currently unknown. 
Although the definitive test of a cure will 
require interruption of antiretroviral 
therapy, it will be necessary to identify 
therapeutic interventions that reduce the 
size of the viral reservoir even as therapy is 
continued if clinical trials are to proceed in 
an efficient and ethical manner. Prospective 
comparative and validation studies that 
assess measures of HIV persistence are of  
high importance56. The key objectives  
of this work are to develop three types of 
assay: a high-throughput, scalable assay 
that quantifies the level of residual latent 
and replication-competent virus in relevant 
tissues; a method to quantify residual viral  
replication (as compared to residual 
viral DNA or antigen production); and 
treatment-specific assays that reflect the 
biological activity of potentially curative 
interventions.

Identify effective methods to monitor 
ongoing viral replication in patients on 
antiretroviral therapy. The extent to which 
HIV continues to replenish its reservoir 
through ongoing cycles of replication 
remains controversial. The lack of readily 
apparent viral evolution during therapy 
and the inability of additional drugs (that 
is, treatment ‘intensification’) to reduce 
the level of viraemia argue against the 
occurrence of residual replication57–60. 
By contrast, the ability of treatment 
intensification to affect virus levels and 
T cell activation in those tissues with the 
highest concentrations of virus and target 
cells indicates that the virus may indeed be 
replicating, albeit at very low levels8,61,62. As 
incomplete suppression of viral replication 
will allow reseeding of reservoirs when 
latency is reversed therapeutically (and 
new virions are produced), defining the 
degree to which viral replication persists 
during therapy is widely considered to be 
a crucial question. Efforts should probably 
focus on tissue reservoirs in which most of 
the virus is thought to reside, particularly 
where there are dense collections of target 
cells that might support the cell-to-cell 
transfer of the virus. Given the difficulty 
in accessing relevant tissues (such as the 
spleen and central nervous system), the 
role that myeloid cells have in shaping and 

maintaining the viral reservoir is largely 
unknown. Specifically, understanding the 
role of macrophages as a viral reservoir 
and the way in which signalling between 
myeloid cells and CD4+ T cells leads to 
HIV persistence should be a focus of non-
human primate and, when feasible, human 
studies31,63,64. Strategies that could potentially 
address these questions include whole-
body non-invasive imaging in humans or 
whole-body tissue sampling in non-human 
primates. Increased collaboration among 
physicists, imaging experts, immunologists 
and virologists would assist this challenge.

Determine new cellular markers that 
identify latently infected cells in vivo. The 
best-characterized reservoir for latent HIV 
is resting central memory CD4+ T cells. 
These cells — and other cell reservoirs — 
are highly heterogeneous, but it is likely 
that other phenotypical markers will 
allow for the identification of those cell 
populations that are enriched for latent 
HIV. For example, a presumed major 
pathway for the generation of latency is 
the reversion of activated and recently 
infected cells to a resting state. CD4+ T cell 
activation is controlled and reversed,  
in part, by the expression of certain 
negative regulators of immune function,  
including the inhibitory receptor PD1.  
PD1 expression may therefore mark cells 
that are more likely to harbour HIV31. 
Knowledge about such markers will 
provide needed insights into how latency is 
established and maintained, and might lead 
to the development of new therapeutics 
that target latency in a specific manner. 
PD1-specific antibodies have shown 
efficacy in cancer studies and are slowly 
being advanced into HIV curative studies65. 
As another example, it is also probable (but 
as yet unproven) that HIV-specific CD4+  
T cells are more likely than non-HIV-specific 
CD4+ T cells to contain latent HIV during 
long-term antiretroviral therapy. This 
is especially true in lymphoid tissues, 
where virus production and virus-specific 
CD4+ T cells are likely to be concentrated. 
Progress in this area can be accelerated by 
the use of single-cell assay technologies and 
ex vivo models of latently infected cells.

Develop strategies to safely eliminate 
persistently HIV-infected cells in individuals 
on antiretroviral therapy. Over the past 
several years, several strategies aimed at 
eliminating persistently HIV-infected 
cells have been proposed. Most of these 
strategies involve deliberately inducing 

viral expression. Although such strategies 
assume that virus production would lead to 
cell death, the fates of such virus-producing 
cells are unknown52. An intensive screening 
and validation of agents that might eliminate 
persistently infected cells is of paramount 
importance. Such strategies might use agents 
that recognize viral antigens on the cell and 
deliver a secondary signal causing cell death. 
Similarly to ongoing strategies for cancer 
treatment66, targeted T cell therapies that 
selectively kill subsets of cells harbouring the 
largest quantities of HIV DNA may have a 
profound impact on the size of a persistent 
reservoir. Moreover, immunotoxins 
directed at virus-producing cells have been 
advocated67,68.

Develop strategies to enhance host immune-
mediated control of active viral replication. 
The development of immune-based 
strategies that control viral replication 
would be very relevant for defining the 
path to a functional cure. Such strategies 
might also limit the replenishment of viral 
reservoirs that may occur through ongoing 
replication in treated subjects (particularly 
in tissues) and hence could help to achieve 
a sterilizing cure. The development of 
therapeutic vaccines aimed at enhancing 
immune-mediated clearance of virus-
producing cells is therefore of high priority. 
Towards this end, focused efforts are needed 
to develop therapeutic immunization 
strategies (or comparable approaches) that 
generate effective responses against the 
autologous virus (or against regions of the 
HIV genome that are well conserved). In 
addition to therapeutic T cell vaccines — 
which so far have largely failed to control 
viral replication in untreated disease 
— efforts should be aimed at enhancing 
dendritic cell function, as promising data 
have been generated in this area69. Given 
the growing interest in antibody-mediated 
protection against HIV acquisition70, it is 
hoped that the immense resources directed 
at developing a preventive vaccine might 
lead to the identification of novel ways to 
control established infection. This control 
might occur via the generation of antibodies 
that can neutralize cell-to-cell transmission 
of the virus or via antibody-dependent 
cellular cytotoxicity. Several therapeutic 
vaccine candidates are currently in the 
pipeline and should be developed further. 
These approaches could also be combined 
with adjuvants or cytokine-based agents, 
such as interleukin-7 (IL-7), that could 
potentiate cytotoxic T cell activity or restore 
CD4+ T cell homeostasis71.
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Develop strategies to interfere with host 
mechanisms that contribute to viral 
persistence. The complexity of the interplay 
between immune activation (and its different 
causes) and viral persistence (and its various 
measurements) suggests that immune-based 
therapeutics aimed at reducing chronic 
immune activation may complement other 
strategies being considered8,50. As many 
potential interventions are potentially toxic 
and of uncertain benefit, it is expected 
that animal models will be needed to 
advance progress in this area. Agents that 
should be tested in these models include 
immunosuppressive or immunomodulatory 
agents, which may reduce residual 
inflammation and/or immune activation in 
individuals on antiretroviral therapy. This 
would block the potentially continuous 
replenishment of viral reservoirs that may be 
fuelled by ongoing immune cell activation. 
Alternatively, immune-based treatments 
that promote the differentiation of cells 
harbouring the virus from longer-lived to 
shorter-lived cells should be evaluated. For 
example, IL-15 is known to promote the 
differentiation of central memory CD4+ 
T cells into shorter-lived transitional or 
effector memory CD4+ T cells.

Develop relevant models to allow preclinical 
testing of therapeutic strategies. Several 
robust and highly promising primary cell 
and animal models of HIV latency have been 
developed18,42,72–74. It is expected that such 
models will be used to study the feasibility of 
eliminating persistently HIV-infected cells. 
However, several challenges still remain. 
First, the cell lines and ex vivo cultures of 
primary cells that are designed to mimic 
HIV latency have non-physiological features. 
Second, there are difficulties in maintaining 
treatment-mediated viral suppression for 
extended periods in animals. Third, only 

limited amounts of peripheral blood and 
tissue specimens can be obtained from these 
animals to perform various immunological 
and virological assays. Nonetheless, recently 
developed animal models are improving the 
feasibility of using such models to test HIV 
eradication strategies (including both single 
and combination treatment approaches). 
As the development of animal models of 
viral suppression is recent, studies aimed 
at demonstrating their validity should be 
conducted, and detailed comparative studies 
of sites of viral persistence in human and 
non-human primate systems are warranted.

Clinical trial aspects of HIV cure research
Eradicating HIV from an infected person 
was previously perceived as an unachievable 
task. The recent demonstration of a single 
individual who was apparently cured 
following an allogeneic CCR5Δ32/Δ32  
haematopoietic stem cell transplant has 
sparked interest in studying curative 
interventions in the clinic75,76 (BOX 3). The 
following are key strategic questions and areas 
of research that we think should guide future 
hypothesis-driven clinical interventions.

Determine the effects of early antiretroviral 
therapy on HIV reservoirs. With the 
possible exception of the individual who was 
apparently cured by a haematopoietic stem 
cell transplant, there are no known cases of 
HIV-seropositive individuals seroreverting 
in the absence of antiretroviral therapy. 
However, rare HIV-infected individuals were 
recently identified who failed to control HIV 
during acute infection, received long-term 
antiretroviral therapy, and then remained 
aviraemic (according to conventional assays) 
for months to years after interrupting 
therapy53. These individuals appear to 
be immunologically different from the 
prototypical elite controllers, in that they lack 

protective HLA alleles and do not develop 
strong HIV-specific T cell responses. As such, 
they may provide unique insights into how 
early and aggressive antiretroviral therapy 
might influence the natural course of the 
disease. The effects of very early treatment 
on the evolution of viral diversity, reservoir 
size and cellular distribution requires 
further research, as it is likely that curative 
interventions may depend on the stage of 
disease at the time of antiretroviral therapy 
initiation77,78. Studies in appropriate non-
human primate models may also contribute 
to these investigations, given the relative 
ease of tissue sampling and the control of 
experimental variables in these models.

Assess new strategies that can be tested 
clinically. Rationally designed pilot clinical 
studies aimed at identifying agents that reduce 
the size of the viral reservoir are needed, 
assuming that the potential risk to study 
participants is known and deemed acceptable. 
The first generation of clinical trials are 
expected to inform the optimal design of 
curative studies and will test the behaviour 
of potential virological outcome measures 
in a clinical trial setting. It is also expected 
that insights from such studies might inform 
and direct future basic science investigations. 
Several questions and follow-up studies from 
the single case of the apparently curative 
allogeneic stem cell transplant illustrate how 
pilot clinical trials can support basic science76. 
Strategies that are now being actively studied 
in the clinic include drugs that induce HIV 
production from latently infected cells (such 
as vorinostat, disulphiram and, possibly, 
cytokines such as IL-7) and drugs that act to 
modify host immune responses that might 
promote latency (such as PD1-specific 
monoclonal antibodies).

Replace cells that are susceptible to HIV 
infection with cells that are resistant. There 
are several approaches that might lead to the 
generation of HIV-resistant cells, including 
the selective deletion of genes encoding 
crucial host proteins (such as CCR5) that 
are necessary to support viral entry and 
replication, and the delivery of genes that 
encode antiviral proteins79,80. Although 
formidable scientific, logistical and ethical 
issues persist when considering aggressive 
gene therapy approaches, it is hoped that 
advances in other fields of medicine will 
soon lead to new approaches that are safer 
(for example, that have a reduced risk 
for malignant transformation after gene 
modification) and that do not require 
aggressive pre-therapy conditioning regimens.

Box 3 | The Berlin patient

The	growing	global	interest	in	curing	HIV	infection	is	due,	in	part,	to	a	remarkable	case	report.	
A 40-year-old	HIV-infected	man	who	was	responding	well	to	antiretroviral	therapy	developed	
acute	myeloid	leukaemia	and	eventually	needed	an	allogeneic	bone	marrow	transplant.	
Recognizing	that	a	small	proportion	of	people	lack	a	functional	CC-chemokine	receptor 5	(CCR5),	
which	is	a	key	receptor	for	HIV	entry,	his	Berlin-based	clinical	team	identified	an	HLA-matched	
donor	who	was	homozygous	for	the	CCR5	Δ32	deletion.	After	extensive	conditioning	to	deplete	
his	haematopoietic	system,	the	patient	was	successfully	transplanted.	Antiretroviral	therapy	was	
discontinued	at	the	time	of	transplantation.	Remarkably,	viraemia	remained	undetectable	
throughout	the	post-transplant	period,	which	has	now	lasted	for	more	than	5 years.	In	addition	to	
the	reconstitution	of	the	immune	system	with	CCR5-deficient	cells,	factors	that	may	have	
contributed	to	this	apparent	cure	include	the	use	of	extensive	pre-transplant	conditioning	(which	
may	have	reduced	the	size	of	the	HIV	reservoir)	and	the	use	of	immune-based	therapeutics	after	
the	transplant	(which	may	have	altered	the	host	environment,	preventing	low-level	HIV	replication	
and	subsequent	virological	rebound).
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Assess combined strategies to reduce HIV 
reservoirs. Given the multiple mechanisms 
that may contribute to HIV persistence, it is 
unlikely that a single intervention will result 
in a therapeutic cure. New combination 
therapies will need to be developed and 
tested, but progress will be challenging given 
that single drugs might prove ineffective. The 
simultaneous development of multiple drugs 
will probably require close collaboration 
between different pharmaceutical companies 
at the earliest stages of drug development 
(perhaps even during the preclinical 
development process). It is expected that 
validated ex vivo primary cell models and 
animal models will be needed to identify 
optimal combination approaches. Non-
human primates are now being used to 
test combinations of histone deacetylase 
inhibitors with prostratin (an activator of 
protein kinase C). Preliminary efforts are 
already being taken by the IAS to promote 
and enable cross-company collaborations.

Ethical considerations. Clinical research on 
pathways to HIV eradication poses substantial 
ethical challenges. Although the potential 
benefit to humanity of eradicating HIV is great, 
the benefit to early trial volunteers is likely 
to be small. Importantly, studies that involve 
reactivating agents, treatment interruptions, 
invasive procedures, bone marrow 
conditioning, stem cell transplantation or 
combination therapies carry unknown and 
possibly significant risks to volunteers. In 
addition, the participants in these trials either 
will be on effective antiretroviral therapy and 
have good to excellent health status or will 
be healthy uninfected volunteers. Careful 
informed consent is essential, as research 
aimed at a cure may raise expectations 
among participants, and such expectations 
need to be fully and carefully discussed. The 
balance of risks and benefits will need to 
be detailed and explained. Sponsors should 
make their best efforts to identify appropriate 
protections for individuals who may become 
injured in the course of clinical studies. 
Appropriate research design, methods and 
conduct should be agreed upon through 
engagement with relevant communities, 
including scientific and regulatory bodies 
and government stakeholders. Research on 
HIV eradication should not be limited to 
developed countries, and the highest ethical 
standards recognized by the international 
community should be applied worldwide. A 
discussion involving community advocates, 
clinicians, medical ethicists and regulatory 
leaders has already started and will continue 
under the auspices of the IAS.

Conclusion
The vision of the IAS for an HIV cure is 
straightforward. A safe, affordable and 
scalable cure will improve the health and 
quality of life for those with established 
infection, reduce the risk of viral transmission 
to those not infected and ultimately allow 
resources to be shifted to other needs. A 
cure will thus achieve what preventive and 
therapeutic approaches aim to do, which 
is to essentially stop transmission of HIV 
to those who are uninfected and restore 
immunological function and normal health 
to those who are infected. To reach that 
goal, the IAS and its partners will foster 
international research collaborations for 
an HIV cure and monitor progress made 
in the roll-out of the scientific strategy. In 
particular, the IAS will develop systems 
for global information and data sharing, 
to ensure good coordination of HIV cure 
efforts and research funding in both the 
public and private sectors. Finally, the 
IAS will strengthen research on ethical 
questions that are linked to HIV cure 
strategies and be an advocate for reinforced 
investments in this area.

A full list of authors appears in Box 1. 
Correspondence to Steven G. Deeks. S.G.D. is at the 

University of California, San Francisco, USA. 
e-mail: sdeeks@php.ucsf.edu

doi:10.1038/nri3262  
Published online 20 July 2012

1. Phillips, A. N., Neaton, J. & Lundgren, J. D. The role  
of HIV in serious diseases other than AIDS. AIDS 22, 
2409–2418 (2008).

2. UN Secretary-General. Uniting for universal access: 
towards zero new HIV infections, zero discrimination 
and zero AIDS-related deaths (United Nations, 2011).

3. Cohen, M. S. et al. Prevention of HIV-1 infection with 
early antiretroviral therapy. N. Engl. J. Med. 365, 
493–505 (2011).

4. Richman, D. D. et al. The challenge of finding a cure  
for HIV infection. Science 323, 1304–1307 (2009).

5. Trono, D. et al. HIV persistence and the prospect of 
long-term drug-free remissions for HIV-infected 
individuals. Science 329, 174–180 (2010).

6. Cohen, J. The emerging race to cure HIV infections. 
Science 332, 784–789 (2011).

7. Siliciano, J. D. et al. Long-term follow-up studies 
confirm the stability of the latent reservoir for HIV-1  
in resting CD4+ T cells. Nature Med. 9, 727–728 
(2003).

8. Yukl, S. A. et al. Effect of raltegravir-containing 
intensification on HIV burden and T-cell activation in 
multiple gut sites of HIV-positive adults on suppressive 
antiretroviral therapy. AIDS 24, 2451–2460 (2010).

9. Buzon, M. J. et al. HIV-1 replication and immune 
dynamics are affected by raltegravir intensification  
of HAART-suppressed subjects. Nature Med. 16,  
460–465 (2010).

10. Stebbing, J., Gazzard, B. & Douek, D. C. Where does 
HIV live? N. Engl. J. Med. 350, 1872–1880 (2004).

11. Wightman, F. et al. Both CD31+ and CD31– naive 
CD4+ T cells are persistent HIV type 1-infected 
reservoirs in individuals receiving antiretroviral 
therapy. J. Infect. Dis. 202, 1738–1748 (2010).

12. Kitchen, S. G. & Zack, J. A. CXCR4 expression during 
lymphopoiesis: implications for human 
immunodeficiency virus type 1 infection of the thymus. 
J. Virol. 71, 6928–6934 (1997).

13. Carter, C. C. et al. HIV-1 infects multipotent progenitor 
cells causing cell death and establishing latent cellular 
reservoirs. Nature Med. 16, 446–451 (2010).

14. Churchill, M. J. et al. Extensive astrocyte infection is 
prominent in human immunodeficiency virus-associated 
dementia. Ann. Neurol. 66, 253–258 (2009).

15. Burke, B. et al. Primary cell model for activation-
inducible human immunodeficiency virus. J. Virol.  
81, 7424–7434 (2007).

16. Saleh, S. et al. CCR7 ligands CCL19 and CCL21 
increase permissiveness of resting memory CD4+  
T cells to HIV-1 infection: a novel model of HIV-1 
latency. Blood 110, 4161–4164 (2007).

17. Swiggard, W. J. et al. Human immunodeficiency virus 
type 1 can establish latent infection in resting CD4+  
T cells in the absence of activating stimuli. J. Virol.  
79, 14179–14188 (2005).

18. Bosque, A. & Planelles, V. Induction of HIV-1 latency 
and reactivation in primary memory CD4+ T cells. 
Blood 113, 58–65 (2009).

19. Marini, A., Harper, J. M. & Romerio, F. An in vitro 
system to model the establishment and reactivation 
of HIV-1 latency. J. Immunol. 181, 7713–7720 
(2008).

20. Jordan, A., Bisgrove, D. & Verdin, E. HIV reproducibly 
establishes a latent infection after acute infection of 
T cells in vitro. EMBO J. 22, 1868–1877 (2003).

21. Siliciano, R. F. & Greene, W. C. HIV latency.  
Cold Spring Harb. Perspect. Med. 1, a007096 
(2011).

22. Sobhian, B. et al. HIV-1 Tat assembles a 
multifunctional transcription elongation complex and 
stably associates with the 7SK snRNP. Mol. Cell 38, 
439–451 (2010).

23. Della Chiara, G. et al. Negative regulation of HIV-1 
transcription by a heterodimeric NF-κB1/p50 and 
C-terminally truncated STAT5 complex. J. Mol. Biol. 
410, 933–943 (2011).

24. Tyagi, M., Pearson, R. J. & Karn, J. Establishment of 
HIV latency in primary CD4+ cells is due to epigenetic 
transcriptional silencing and P-TEFb restriction. 
J. Virol. 84, 6425–6437 (2010).

25. Williams, S. A. et al. NF-κB p50 promotes HIV latency 
through HDAC recruitment and repression of 
transcriptional initiation. EMBO J. 25, 139–149 
(2006).

26. Treand, C. et al. Requirement for SWI/SNF chromatin-
remodeling complex in Tat-mediated activation of the 
HIV-1 promoter. EMBO J. 25, 1690–1699 (2006).

27. Blazkova, J. et al. CpG methylation controls 
reactivation of HIV from latency. PLoS Pathog. 5, 
e1000554 (2009).

28. Kauder, S. E., Bosque, A., Lindqvist, A., Planelles, V. & 
Verdin, E. Epigenetic regulation of HIV-1 latency by 
cytosine methylation. PLoS Pathog. 5, e1000495 
(2009).

29. Van Lint, C., Emiliani, S., Ott, M. & Verdin, E. 
Transcriptional activation and chromatin remodeling of 
the HIV-1 promoter in response to histone acetylation. 
EMBO J. 15, 1112–1120 (1996).

30. Han, Y. et al. Orientation-dependent regulation of 
integrated HIV-1 expression by host gene 
transcriptional readthrough. Cell Host Microbe 4, 
134–146 (2008).

31. Chomont, N. et al. HIV reservoir size and persistence 
are driven by T cell survival and homeostatic 
proliferation. Nature Med. 15, 893–900 (2009).

32. Bosque, A. Famiglietti, M., Weyrich, A. S., Goulston, C. 
& Planelles, V. Homeostatic proliferation fails to 
efficiently reactivate HIV-1 latently infected central 
memory CD4+ T cells. PLoS Pathog. 7, e1002288 
(2011).

33. Lehrman, G. et al. Depletion of latent HIV-1 infection 
in vivo: a proof-of-concept study. Lancet 366,  
549–555 (2005).

34. Xing, S. et al. Disulfiram reactivates latent HIV-1  
in a Bcl-2-transduced primary CD4+ T cell model 
without inducing global T cell activation. J. Virol.  
85, 6060–6064 (2011).

35. Archin, N. M. et al. Expression of latent HIV induced 
by the potent HDAC inhibitor suberoylanilide 
hydroxamic acid. AIDS Res. Hum. Retroviruses 25, 
207–212 (2009).

36. Contreras, X. et al. Suberoylanilide hydroxamic acid 
reactivates HIV from latently infected cells. J. Biol. 
Chem. 284, 6782–6789 (2009).

37. Bouchat, S. et al. Histone methyltransferase inhibitors 
induce HIV-1 recovery in resting CD4+ T cells from 
HIV-1+ HAART-treated patients. AIDS 19 May 2012 
(doi:10.1097/QAD.0b013e32835535f5).

38. Yukl, S. A. et al. Differences in HIV burden and 
immune activation within the gut of HIV-positive 
patients receiving suppressive antiretroviral therapy. 
J. Infect. Dis. 202, 1553–1561 (2010).

P E R S P E C T I V E S

NATURE REVIEWS | IMMUNOLOGY  VOLUME 12 | AUGUST 2012 | 613

mailto:sdeeks@php.ucsf.edu


39. Deleage, C. et al. Human immunodeficiency virus 
infects human seminal vesicles in vitro and in vivo.  
Am. J. Pathol. 179, 2397–2408 (2011).

40. Horiike, M. et al. Lymph nodes harbor viral reservoirs 
that cause rebound of plasma viremia in SIV-infected 
macaques upon cessation of combined antiretroviral 
therapy. Virology 423, 107–118 (2012).

41. Bourry, O. et al. Effect of a short-term HAART on  
SIV load in macaque tissues is dependent on time  
of initiation and antiviral diffusion. Retrovirology 7,  
78 (2010).

42. North, T. W. et al. Viral sanctuaries during highly active 
antiretroviral therapy in a nonhuman primate model 
for AIDS. J. Virol. 84, 2913–2922 (2010).

43. Pillai, S. K. et al. Semen-specific genetic characteristics 
of human immunodeficiency virus type 1 env. J. Virol. 
79, 1734–1742 (2005).

44. Kwara, A. et al. Antiretroviral drug concentrations and 
HIV RNA in the genital tract of HIV-infected women 
receiving long-term highly active antiretroviral therapy. 
Clin. Infect. Dis. 46, 719–725 (2008).

45. Geginat, J., Sallusto, F. & Lanzavecchia, A. Cytokine-
driven proliferation and differentiation of human naive, 
central memory, and effector memory CD4+ T cells. 
J. Exp. Med. 194, 1711–1719 (2001).

46. Clements, J. E. et al. The central nervous system as  
a reservoir for simian immunodeficiency virus (SIV): 
steady-state levels of SIV DNA in brain from acute 
through asymptomatic infection. J. Infect. Dis. 186, 
905–913 (2002).

47. Zeng, M. et al. Cumulative mechanisms of lymphoid 
tissue fibrosis and T cell depletion in HIV-1 and  
SIV infections. J. Clin. Invest. 121, 998–1008  
(2011).

48. Brenchley, J. M. et al. Microbial translocation is a 
cause of systemic immune activation in chronic HIV 
infection. Nature Med. 12, 1365–1371 (2006).

49. Hunt, P. W. et al. Valganciclovir reduces T cell 
activation in HIV-infected individuals with incomplete 
CD4+ T cell recovery on antiretroviral therapy. 
J. Infect. Dis. 203, 1474–1483 (2011).

50. Chun, T. W. et al. HIV-infected individuals receiving 
effective antiviral therapy for extended periods of time 
continually replenish their viral reservoir. J. Clin. 
Invest. 115, 3250–3255 (2005).

51. Deeks, S. G. HIV infection, inflammation, 
immunosenescence, and aging. Annu. Rev. Med.  
62, 141–155 (2011).

52. Shan, L. et al. Stimulation of HIV-1-specific cytolytic 
T lymphocytes facilitates elimination of latent viral 
reservoir after virus reactivation. Immunity 36,  
491–501 (2012).

53. Hocqueloux, L. et al. Long-term immunovirologic 
control following antiretroviral therapy interruption in 
patients treated at the time of primary HIV-1 infection. 
AIDS 24, 1598–1601 (2010).

54. Hansen, S. G. et al. Profound early control of highly 
pathogenic SIV by an effector memory T-cell vaccine. 
Nature 473, 523–527 (2011).

55. Hilldorfer, B. B., Cillo, A. R., Besson, G. J., 
Bedison, M. A. & Mellors, J. W. New tools for 

quantifying HIV-1 reservoirs: plasma RNA single copy 
assays and beyond. Curr. HIV/AIDS Rep. 9, 91–100 
(2012).

56. Lewin, S. R. & Rouzioux, C. HIV cure and eradication: 
how will we get from the laboratory to effective clinical 
trials? AIDS 25, 885–897 (2011).

57. Kieffer, T. L. et al. Genotypic analysis of HIV-1 drug 
resistance at the limit of detection: virus production 
without evolution in treated adults with undetectable 
HIV loads. J. Infect. Dis. 189, 1452–1465 (2004).

58. Dinoso, J. B. et al. Treatment intensification does not 
reduce residual HIV-1 viremia in patients on highly 
active antiretroviral therapy. Proc. Natl Acad. Sci. USA 
106, 9403–9408 (2009).

59. Gandhi, R. T. et al. The effect of raltegravir 
intensification on low-level residual viremia in  
HIV-infected patients on antiretroviral therapy: a 
randomized controlled trial. PLoS Med. 7, e1000321 
(2010).

60. Hatano, H. et al. A randomized, controlled trial of 
raltegravir intensification in antiretroviral-treated,  
HIV-infected patients with a suboptimal CD4+ T cell 
response. J. Infect. Dis. 203, 960–968 (2011).

61. Sigal, A. et al. Cell-to-cell spread of HIV permits 
ongoing replication despite antiretroviral therapy. 
Nature 477, 95–98 (2011).

62. Buzon, M. J. et al. Deep molecular characterization  
of HIV-1 dynamics under suppressive HAART. PLoS 
Pathog. 7, e1002314 (2011).

63. Said, E. A. et al. Programmed death-1-induced 
interleukin-10 production by monocytes impairs CD4+ 
T cell activation during HIV infection. Nature Med.  
16, 452–459 (2010).

64. Sharova, N., Swingler, C., Sharkey, M. & Stevenson, M. 
Macrophages archive HIV-1 virions for dissemination 
in trans. EMBO J. 24, 2481–2489 (2005).

65. Topalian, S. L. et al. Safety, activity, and immune 
correlates of anti-PD-1 antibody in cancer. N. Engl. 
J. Med. 366, 2443–2454 (2012).

66. Porter, D. L., Levine, B. L., Kalos, M., Bagg, A. &  
June, C. H. Chimeric antigen receptor-modified T cells 
in chronic lymphoid leukemia. N. Engl. J. Med. 365, 
725–733 (2011).

67. Brooks, D. G. et al. Molecular characterization, 
reactivation, and depletion of latent HIV. Immunity  
19, 413–423 (2003).

68. Berger, E. A., Moss, B. & Pastan, I. Reconsidering 
targeted toxins to eliminate HIV infection: you gotta 
have HAART. Proc. Natl Acad. Sci. USA 95,  
11511–11513 (1998).

69. Garcia, F. et al. A therapeutic dendritic cell-based 
vaccine for HIV-1 infection. J. Infect. Dis. 203,  
473–478 (2011).

70. Haynes, B. F. et al. Immune-correlates analysis of an 
HIV-1 vaccine efficacy trial. N. Engl. J. Med. 366, 
1275–1286 (2012).

71. Levy, Y. et al. Enhanced T cell recovery in 
HIV-1-infected adults through IL-7 treatment.  
J. Clin. Invest. 119, 997–1007 (2009).

72. Yang, H. C. et al. Small-molecule screening using a 
human primary cell model of HIV latency identifies 

compounds that reverse latency without cellular 
activation. J. Clin. Invest. 119, 3473–3486 (2009).

73. Cameron, P. U. et al. Establishment of HIV-1 latency  
in resting CD4+ T cells depends on chemokine-induced 
changes in the actin cytoskeleton. Proc. Natl Acad. Sci. 
USA 107, 16934–16939 (2010).

74. Denton, P. W. et al. Generation of HIV latency in 
humanized BLT mice. J. Virol. 86, 630–634 (2012).

75. Hutter, G. et al. Long-term control of HIV by CCR5 
delta32/delta32 stem-cell transplantation. N. Engl. 
J. Med. 360, 692–698 (2009).

76. Allers, K. et al. Evidence for the cure of HIV infection 
by CCR5Δ32/Δ32 stem cell transplantation. Blood 
117, 2791–2799 (2011).

77. Ananworanich, J. et al. Impact of multi-targeted 
antiretroviral treatment on gut T cell depletion and 
HIV reservoir seeding during acute HIV infection. 
PLoS ONE 7, e33948 (2012).

78. Archin, N. M. et al. Immediate antiviral therapy 
appears to restrict resting CD4+ cell HIV-1 infection 
without accelerating the decay of latent infection. 
Proc. Natl Acad. Sci. USA 109, 9523–9528 (2012).

79. Holt, N. et al. Human hematopoietic stem/progenitor 
cells modified by zinc-finger nucleases targeted to 
CCR5 control HIV-1 in vivo. Nature Biotech. 28,  
839–847 (2010).

80. DiGiusto, D. L. et al. RNA-based gene therapy for HIV 
with lentiviral vector-modified CD34+ cells in patients 
undergoing transplantation for AIDS-related 
lymphoma. Sci. Transl. Med. 2, 36ra43 (2010).

Acknowledgements
The International AIDS Society and the Scientific Working 
Group ‘Towards an HIV Cure’ acknowledge the fruitful input 
received from the members of the ‘Towards an HIV Cure’ 
Advisory Board, the members of the Working Group on 
Ethical Issues and the participants of the Stakeholders’ 
Consultations. The full list of contributors can be found on the 
International AIDS Society website. The Global Scientific 
Strategy ‘Towards an HIV Cure’ is a project of the International 
AIDS Society in partnership with the French National Agency 
for Research on AIDS and Viral Hepatitis, the US National 
Institutes of Health, Sidaction and the Treatment Action 
Group. Stakeholders’ Consultations have been organized in 
partnership with the Australasian Society for HIV Medicine, 
the European AIDS Treatment Group, the European AIDS 
Clinical Society and the US National Alliance of State and 
Territorial AIDS Directors. The authors would like to thank  
M. Eckert, B. Kadasia, R. Lamplough, S. Heidari, T. Torri  
and Y. Mameletzis from the International AIDS Society as well 
as O. Rescanière from the Institut Pasteur for their support in 
facilitating the development of the scientific strategy.

Competing interests statement
The authors declare no competing financial interests.

FURTHER INFORMATION
International AIDS Society: http://www.iasociety.org

ALL LINKS ARE ACTIVE IN THE ONLINE PDF 

P E R S P E C T I V E S

614 | AUGUST 2012 | VOLUME 12  www.nature.com/reviews/immunol

http://www.iasociety.org


TOC

 000 Towards an HIV cure: a global scientific 
strategy
The International AIDS Society Scientific Working 
Group on HIV Cure
The development of effective antiretroviral therapies 
has greatly improved the disease prognosis for patients 
with HIV. However, the limitations of these therapies 
have renewed interest in developing alternative 
treatment strategies. Here, a group of experts from the 
International AIDS Society discuss the research steps 
that need to be taken to achieve the ultimate objective 
— a cure for HIV.

Subject categories
Immunity, infection, HIV

O N L I N E  O N LY


	Abstract | Given the limitations of antiretroviral therapy and recent advances in our understanding of HIV persistence during effective treatment, there is a growing recognition that a cure for HIV infection is both needed and feasible. The International 
	Basic science aspects of HIV cure research
	Box 1 | The International AIDS Society Scientific Working Group on HIV Cure
	Box 2 | Seven key scientific priorities for HIV cure research
	Figure 1 | The impact of antiretroviral therapy on HIV reservoirs. Most patients who adhere to antiretroviral therapy have dramatic and rapid decreases in plasma levels of HIV RNA. Persistent viraemia largely reflects the release of the virus from stable 
	Translational research and cure research
	Box 3 | The Berlin patient
	Clinical trial aspects of HIV cure research
	Conclusion

